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Amendment rii^piR! 

Please amend fhe claims as follows: 

This listing of claims will replace all prior versions, and listing, of claims in the 

application: 

Lifting of Claims: 

Claims 1 to 41 (Canceled) 

Claim 42 (cuiteiitly amended): A method of generating a variant nucleic 
encoding a polypeptide having a transam iriage activity comprising: 

obtaining a micleic acid comprising a sequence as set fbi& in SEP ID NO:23, or a 
nucleic aci<^ ^nt^/^Hi'nf ^ ^ > sequence as set forth in SEP ID NO:31 oolootod from tho croup 
e onsisting of SBQ ID NOS: 17, 18> 19> 20, 22, 23, and 30, poquonooD pubotontiQlly idontioal 
&Met^ sequences complementary thraeto, [[ftagments]] seouCTtces comprising at least 30 
consecutive nucleotides thereof, and [[fragments]] segumces con^nising at least 30 consecutive 
nucleotides of [[the]] sequences complementary to a sequence a s set forth in SEP ID NP:23 or a 
se quence encoding a polvpeptide as set forth in SEP ID NP:31 S EP ID tfOS: 17. IS. 10. 20. 33, 
23, and 39 ; and 

modifying one or more nucleotides in said sequence to another nucleotide, 
deleting one or more imcleotides in said sequence, or adding one or more nucleotides to said 
sequence to generate a variant nucleic aci ^ ftnmdin p a polvpeptide having a transaminase 
activity . 

Claim 43 (currently amended): The method of claim 42, wherein the 
modifications are introduced by a method selected from the groi^ consisting of error-prone PGR, 
shuffling, oligonucleotide directed mutagenesis, assembly PCR» sexual PGR mutag»esis, in 
[[viva]] vivo mutagenesis, cassette mutagenesis, recursive ensemble mutagenesis, exponential 
ensemble mutagenesis, site-specific mutagenesis, gene reassembly, gene site saturated 
mutagenesis (GSSM™) and any combination thereof 
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Claim 44 (Original): The method of claim 42, wherein the modifications are 
introduced by enor-prone PGR. 



Claim 4S (Original): The m^od of claim 42, wherein the modifications are 
introduced by shii£Qiilg. 

Claim 46 (Origmal): The method ofclaim 42, wherein the modifications are 
introduced by oligonucleotide-directed mutagenesis. 

Claim 47 (Original) The method of claim 42, wherein the modifications are 
introduced by assembly PCR. 

Claim 48 (Original) The method of claim 42, wherein fiie modifications are 
introduced by sexual PCR mutagenesis. 

Claim 49 (Original) The mrthod of claim 42, wherein the modifications are 
introduced by in [[viva]] vivo mutagenesis. 

Claim SO (Original) The method of claim 42, wherein the modifications are 
introduced by cassette mutagenesis. 

Claim 51 (Original) The method of claim 42, wherein the modifications are 
introduced by recursive ensemble mutagenesis. 

Claim 52 (Origmal) Hie method of claim 42, wherein the modifications are 
introduced by exponentidl eiisemble mutagroesis. 



Claim 53 (Original) The method of claim 42, wherein the modifications are 
introduced by site-^ecific mutagenesis. 
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Claim 54 (Qrigix&al) The method of claim 42, wherein the modifications ai^ 
iaizodnced by gene reassembly. 

Claim 55 (cuirently amended) The method of claim 42, wherein the 
modifications are introduced by gene site saturated mutagenesis (GSSM™) . 

Claims 56 to 92 (Canceled) 

Claim 93. (currently amended) A method of generating a variant nucleic add 
encoding a polypeptide having a transamin ft^ flrtivifY coiiqyrisiivg: 

obtaining a nucleic acid comprising (i) a sequence encoding a polypeptide having 
an aimnotransferaae activitv and having at least 50% sequence idmtitv to SEQ ID NO:3L or a 
nucleic acid having at least 50% sequence identitv to SEP E) NO:23 encodiTify a pnlypepttde 
having an aminotransferase acrivitv mm o ooid s e guonoo aolootod from th e eroup oonsiflting of 
SEQ ID MO S :25, 26, 27, 2 8 , 30, 31, and 40, Doquanooo pubotantioUy idontiool thoroto , fip 
sequences complementary thereto^ [[fragments]] fiiil a sequence comprising at least 30 
consecutive nucleotides of a sequence encoding apolvpeptide having an aminotransferase 
activitv and having at least 60% sequence identity to SEQ ID N0:31, or a nucleic acid having at 
least 60% sequence identity to SEP ID NO:23 encndii^g polypeptide having an 
aminotransferase activitv. or [[thereof and fragments]] fiv) a sequence comprising at least 30 
consecutive nucleotides of [[the]] sequences complementary to im) SEQ ID N0S:2S, 26> 27, 2 8 , 
30, 31, and 4 0 ; and 

modifying one or more nucleotides in said sequence to another nucleotide, 
deleting one or more nucleotides in said sequence, or adding one or more nucleotides to said 
sequence to g^ierate a variant nucleic add encoding a polypeptide having; & iranRaTniimftft 
activity . 

Claim 94 (currently amcmded): Themethodof claim 93, wherein the 
modifications are introduce by a method selected from the group consisting of enor*-prone PCR, 
shufQing, oligonucleotide directed mutagraesis, assembly PCR, sexual PCR mutagenesis, in 
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[[viva]] vivo mutagenesis, cassette mutagraesis, recursive ensemble mutagenesis, exponential 
ensemble mutagenesis, site-specific mutagenesis, gene reassembly, gene site saturated 
mutagenesis fGSSNf™) and any combination thereof. 

Claim 95 (new) A method of generating a variant micleic acid encoding a 
polypeptide hafving a transaminase activity comprising;: 

obtaining a nucleic acid comprising (i) a sequence encoding a polypq>tide having 
an aminotransferase activity and having at least 50% sequence identity to SEQ ID NO:31, or a 
nucleic acid having at least 50% sequence identity to SBQ ID NO:23 encoding a polypeptide 
having an aminotransferase activity, (ii) sequences complGnentary to (i), (iii) a sequence 
comprising at least 30 consecutive nucleotides of a sequence encoding a polypeptide having an 
aminotransferase activity and having at least 60% sequence identity to SEQ ID N0:3 1, or a 
nucleic acid having at least 60% sequrace identity to SEQ ID NO!23 encoding a polypq)tide 
having an aminotraxisferase activity, or (iv) a sequence comprising at least 30 consecutive 
nucleotides of sequences complementary to (iii); 

graerating modified sequ^es by modifying one or more nucleotides in said 
sequence to another nucleotide, deleting one or more nucleotides in said sequence^ or adding one 
or more nucleotides to said sequence; and 

screening the modified sequences for a variant nucleic acid encoding a 
polypeptide having a transaminase activity, thereby generating a variant nucleic add encoding a 
polypqitide having a transaminase activity* 

Claim 96 (new): The method of claim 95, wherein the polypeptide has at least 
70% sequence identity to SEQ ID NO:31, or the nucleic acid has at least 70% sequence idmtity 
toSEQIDNO:23. 

Claim 97 (new): The metiiod of claim 96, x^iierein the polypeptide has at least 
80% sequence identity to SEQ ID N0:31, or the nucleic acid has at least 80% sequence identity 
toSEQIDNO:23. 
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Claim 98 (new): The method of claim 97, wherein the polypeptide has at least 
90% sequence identity to SEQ ID N0:3U or the nucleic acid has at least 90% sequence identity 
toSEQIDNO:23. 

Claim 99 (new): The method of claim 98, wherein the polYpq)tide has at least 
95% sequ^ice identity to SEQ ID N0:31» or the nucleic acid has at least 9S% sequence identity 
toSEQIDNO;23, 

Claim 1(K) (new): The method of claim 99, wherein the polypqptide has at least 
96% sequence identity to SEQ ID N0:31, or the nucleic acid has at least 96% sequence identity 
to SEQIDNO;23. 

Claim 101 (new): The method of claim 100, wherein the polypeptide has at 1^^ 
97% sequence identity to SEQ ID N0:3l, or the nucleic acid has at least 97% sequence identity 
toSEQIDNO:23. 

Claim 102 (new): Theme^od of claim 101, ^^ein the polyp^tide has at least 
98% sequence identity to SEQ ID NO:31, or the nucleic acid has at least 98% sequence identity 
toSEQIDNO:23, 

Claim 103 (new): The method of claim 102, wherein the polyp^de has at least 
99% s^uence identity to SEQ ID N0:31, or the nucleic acid has at least 99% sequence identity 
toSEQIDNO:23. 

Claim 104 (new): The method of claim 95, wherein the ammotransferase activity 
is a histidinol phosphate aminotraiisferase activity. 
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